Calculation and data analysis
Calculation for molar concentration of plasma proteins:
For calculating the molar concentration of proteins in plasma, the mean molar mass of the most common proteins (> 0.3% via LC-MS) in the used citrate plasma was calculated by multiplying the relative amount of protein via LC-MS with the molar mass of the respective protein. Following this, a mean molar mass of 63.0 kDa was calculated.
The protein mass concentration of the plasma was determined using a Pierce 660 nm Assay Kit by ThermoFisher (Waltham, USA) with bovine serum albumin (BSA) as standard reagent as described by the manufacturer. The determined protein concentration of plasma was 48.6 g L -1 .
Dividing the protein mass concentration of plasma (48.6 g L -1 ) by the mean molar mass of protein (63.0 kDa) yields the average molar concentration for plasma proteins of 0.771 mM for undiluted plasma or 0.154 mM for 20% diluted plasma as used for corona preparation.
IgG-enriched plasma was prepared by adding 6 mg of IgG (M = 150 kDa) to 1 mL of 20%-diluted plasma. This yields a concentration of IgG of 0.040 mM and results in a total molar concentration of IgG-enriched plasma of 0.194 mM.
Data evaluation for ITC experiments
Analysis of adsorption isotherms obtained by ITC experiments was performed using a fit according to an independent binding model (see equation S1). [1, 2] For this model it is assumed that a ligand L binds one site of a macromolecule M independently and without any cooperativity effects.
Following equation S1, the stoichiometry n, the association constant K a and the binding enthalpy ∆H 
∆G is the Gibbs free energy, R is the universal gas constant and T the temperature, so the entropy change ∆S can be calculated for known K a and ∆H. 
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